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Following publication of the original article [1], the 
authors identified an error in the sample names of the 
Figure 6.

†Ling Ling Lv and Long Qian Xiao contributed equally to this work.

The original article can be found online at https://​doi.​org/​10.​1186/​s12896-​
024-​00846-5.
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The incorrect figure 6 is:

Fig. 6  Clustering heat map of the flavonoids detected in the total samples. Each sample is visualized in a single column, and each metabolite 
is represented in a single row. Red indicates high abundance of metabolites, while green indicates low abundance. GB, green flower bud; WB, white 
flower bud; WF, white flower; GF, golden flower
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The correct figure 6 is:

The original article has been corrected.
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